
Gene expression analysis of Traumeel®’s 
effects in inflammation¹⁹

Full title
Deep Sequencing Transcriptome Analysis of Mu-
rine Wound Healing: Effects of a Multicompo-
nent, Multitarget Natural Product Therapy-Tr14

Objective
To characterize gene expression changes during 
inflammation resulting from the treatment with 
Traumeel®

Method
Transcriptome analysis via single molecule se-
quencing

Experimental model
Partial-thickness dermal abrasion 
wound healing mouse model

—  Traumeel® produced biologically significant changes in gene expression during wound healing, including 
well-known pathways, such as TGF-β, cytokine signaling, inflammation, wound contraction, collagen, and 
enzymes of the extracellular matrix.

—  Traumeel® treatment reflects two general types of changes: (1) changes in the gene expression of the cells in 
injured tissue, and (2) the influx of new cell types into the wounded area.

—  These signals may indicate effects upon resident fibroblasts and infiltrating immune cells and are consistent 
with known effects of Traumeel® on inflammation and pain.

—  Traumeel® consistently regulated gene expression related to cell differentiation and cell motility suggesting 
an effect on the cellular state in the wound microenvironment, potentially increasing the repair capacity of 
the wound.

—  During the early phase of infection Engystol® markedly enhanced alveolar macrophage phagocytic function.

—  Engystol® reduced inflammatory cell infiltration and the release of proinflammatory cytokines.

—  Engystol® demonstrated a beneficial anti-inflammatory effect during the early onset of RSV infection in the 
lung by modulating behavior and functions of competent immune cells.

Gene ontology categories:
Muscle contraction
Response to wounding
Response to cytokine stimulus
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† Tr14= Traumeel®; Con = Control

St. Laurent G, Seilheimer B, Tackett M, et al. Deep Sequencing Transcriptome Analysis of Murine Wound Healing: Eff ects of a Multicomponent, Multitar-
get Natural Product Therapy-Tr14. Front Mol Biosci. 2017;4(AUG):1-12. doi:10.3389/fmolb.2017.00057

INTERVENTIONS

Traumeel®

Saline control and 
topical placebo

Effects of Engystol® on innate 
immune response²⁰

Full title
Engystol® reduces onset of experimental respira-
tory syncytial virus-induced respiratory inflamma-
tion in mice by modulating macrophage phago-
cytic capacity

Objective
To test the effect of Engystol® on some aspects 
of the innate immune response during the early 
onset of a respiratory viral infection

Experimental model
Mouse model (BALB/c mice) of mild RSV (respira-
tory syncytial virus)-induced respiratory tract in-
fection as a model to mimic common cold disease

† EGY= Engystol®

Wronski S, Dannenmaier J, Schild S, et al. Engystol reduces onset of experimental respiratory syncytial virus-induced respiratory infl ammation in mice by 
modulating macrophage phagocytic capacity. Bose S, ed. PLoS One. 2018;13(4):e0195822. doi:10.1371/journal.pone.0195822

INTERVENTIONS

Engystol®

Placebo

p-values 12 24 36 72 96 120 192

Muscle 0.019 ns 0.016 0.035 0.0014 ns 0.049

Wounding 0.0001 0.002 ns 0.0015 0.0053 0.0053 0.0075

Cytokine 0.028 ns 0.043 ns ns 0.0051 ns
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Reduction of infl ammatory cell infi ltration

PBS/vehicle 5.1 tab/kg
RSV/vehicle 5.1 tab/kg
RSV/EGY†-2 0.4 tab/kg
RSV/EGY†-2 2.57 tab/kg
RSV/EGY†-2 5.1 tab/kg

Gene expression changes during wound healing
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Adapted from Wronski et al., 2018

* p < 0.05
** p < 0.01
*** p < 0.001




